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The Black Kite (Milvus migrans) is common 
on the Eurasian continent, in Africa and Aus-
tralia. This raptor’s successful adaptation to 
the anthropogenic landscape is intriguing, 
and the Black Kite’s abundance had recently 
been increasing. There are several subspe-
cies of the Black Kite, but information about 
the phylogeny and structure of the species 
population remains extremely scarce. At-
tempts to clarify the phylogenetic relation-
ships between subspecies based on DNA 
sequences have so far been confined to a 
very small sample of individuals, a majority 
of which were obtained in Europe.

We collected tissue samples of about 550 
Black Kite individuals of four subspecies 
from different locations in Eurasia (including 
the countries of Europe, Russia, Kazakhstan, 
Mongolia, Pakistan, and India), as well as 
from Australia. Using the data on the mito-
chondrial cytochrome b gene (CytB) poly-
morphism, we showed that the geograph-
ical distribution of haplotypes corresponds 
to the distribution of three subspecies of 
Black Kite in Eurasia (M. m. migrans, M. 
m. lineatus, M. m. govinda) and is in good 
agreement with phenotypic analysis of Eur-
asian Black Kites. Thus, it can be stated that 
CytB polymorphism allows to clearly sepa-
rate these subspecies.

Analysis of the CytB haplotypes network 
showed that the Black Kite population in 
Northern Eurasia was divided into eastern 
and western groups during the Pleistocene 

Чёрнûé êîршун (Milvus migrans) раñïрî-
ñòранён на Åâраçèéñêîм êîнòèнåнòå, â 
Àфрèêå è Àâñòралèè. Он èнòåрåñåн òåм, 
÷òî уñïåшнî ïрèñïîñаблèâаåòñя ê анòрî-
ïîгåннîму ландшафòу, è åгî ÷èñлåннîñòь 
â ïîñлåднåå âрåмя раñòёò. Âûдåляюò нå-
ñêîльêî ïîдâèдîâ ÷ёрнîгî êîршуна, îдна-
êî èнфîрмацèя î фèлîгåнèè è ñòруêòу-
рå ïîïуляцèè âèда дî ñèõ ïîр îñòаâалаñь 
êраéнå ñêуднîé. Ïîïûòêè âûяñнèòь фèлî-
гåнåòè÷åñêèå îòнîшåнèя мåжду ïîдâèдамè 
на îñнîâå ïîñлåдîâаòåльнîñòåé ÄНК дî ñèõ 
ïîр îгранè÷èâалèñь î÷åнь нåбîльшèмè âû-
бîрêамè îñîбåé, â îñнîâнîм èç Åâрîïû.

Мû ñîбралè îбраçцû òêанåé îêîлî 550 
îñîбåé ÷ёрнîгî êîршуна 4-õ ïîдâèдîâ èç 
раçнûõ òî÷åê Åâраçèè (âêлю÷ая ñòранû 
Åâрîïû, Рîññèю, Каçаõñòан, Мîнгîлèю, 
Ïаêèñòан è Индèю), а òаêжå èç Àâñòра-
лèè. Иñïîльçуя даннûå ïî ïîлèмîрфèçму 
мèòîõîндрèальнîгî гåна cytochrome b 
(CytB), мû ïîêаçалè, ÷òî гåîграфè÷åñêîå 
раñïрåдåлåнèå гаïлîòèïîâ åâраçèéñêèõ 
êîршунîâ õîрîшî ñîглаñуåòñя ñ даннûмè 
фåнîòèïè÷åñêîгî аналèçа è ñîîòâåòñòâуåò 
арåалам òрёõ ïîдâèдîâ: M. m. migrans, M. 
m. lineatus, M. m. govinda. Таêèм îбраçîм, 
мîжнî уòâåрждаòь, ÷òî ïîлèмîрфèçм CytB 
ïîçâîляåò раçдåлèòь эòè ïîдâèдû.

Àналèç ñåòè гаïлîòèïîâ CytB ïîêаçал, 
÷òî ïîïуляцèя ÷ёрнûõ êîршунîâ Ñåâåр-
нîé Åâраçèè, ïî-âèдèмîму, бûла раçдå-
лåна на âîñòî÷нûé è çаïаднûé фрагмåнòû 
âî âрåмя ïîñлåднåгî îлåдåнåнèя. Ïîñлå 
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Рис. 1. Места сбора 
образцов.

Fig. 1. Sample 
collection locations.
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glaciations. Due to warming and forest 
expansion, the areas of these populations 
began to grow intensively and to date 
have formed a wide intergradations zone 
in Western Siberia (from the Middle Volga 
to Altai). It also turned out that the South 
Asian subspecies M. m. govinda and the 
Australian M. m. affinis belong to the same 
branch of the phylogenetic tree, although it 
is now considered that these populations 
have no contact with each other. Apparent-
ly, this branch of the Black Kite has settled in 
South Asia and Australia in a short period of 
time at the end of the Pleistocene.
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ïîòåïлåнèя è раñïрîñòранåнèя лåñнîé 
раñòèòåльнîñòè арåалû эòèõ ïîïуляцèé 
ñòалè раñшèряòьñя è на даннûé мîмåнò 
îбраçîâалè шèрîêую çîну èнòåрградацèè 
â Заïаднîé Ñèбèрè (фаêòè÷åñêè îò Ñрåд-
нåé Âîлгè дî Àлòая âêлю÷èòåльнî). Â òî 
жå âрåмя îêаçалîñь, ÷òî M. m. govinda è 
M. m. affinis ïрèнадлåжаò ê îднîé âåòâè 
фèлîгåнåòè÷åñêîгî дрåâа, õîòя на даннûé 
мîмåнò ñ÷èòаåòñя, ÷òî îнè нå êîнòаêòè-
руюò друг ñ другîм. Ïî âñåé âèдèмîñòè, 
эòа âåòâь ÷ёрнûõ êîршунîâ çа нåбîльшîé 
ñрîê раññåлèлаñь на òåррèòîрèè Южнîé 
Àçèè è Àâñòралèè â êîнцå Ïлåéñòîцåна.
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