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Ye€pHoii kopuyH (Milvus migrans) pacnpo-
cTpaHéH Ha EBpasuiickoM KOHTMHEHTe, B
Adppyike 1 Aectpaamn. OH MHTEpeceH Tem,
YTO YCMEWHO MPUCIOCABAMBAETCSI K AHTPO-
MOreHHOMY AAHAWAMTY, U €ro0 YUCAEHHOCTD
B MOCA€AHEee BpeMmsl PacTéT. BuiaeastoT He-
CKOALKO MOABMAOB YEPHOIO KOPLIYHA, OAHA-
KO MHopmaLmsi O hUAOTEHMM U CTPYKTY-
pe MOMyAsIUMM BMAA AO CMX MOP OCTaBarach
KparHe CKyAHOWM. [onbITKM BLISICHUTL OUAO-
reHeTuyeckMe OTHOLIEHUS] MEXKAY MOABMAAMMU
Ha ocHoBse nocaeaosareabHocten AHK Ao cnx
MOop OrPAHUYMBAAMCH O4YEHL HEOOABLLIMMM Bbl-
6opkamu ocobert, B OCHOBHOM M3 EBporibi.

Mol cobpaam obpasubl TKaHel OKoAo 550
ocobeii YEPHOro KOpllyHA 4-X MOABMAOB U3
pasHbix ToueKk EBpasum (BkAOYas cCTpaHbl
EBponbl, Poccuio, KasaxcraH, MoHroamio,
[NMakuctaH u MHamio), a Taioke m3 ABCTpa-
Amn. VICNOAL3ysl AaHHbIE MO MOAMMOPM3MY
MWUTOXOHAPUAALHOTO TreHa cytochrome b
(CytB), Mbl MoKasaau, 4YTo reorpaduyeckoe
pacnpeAeA€Hue rarnAoTUMIOB  €BPAasUACKMX
KOPIUYHOB XOPOLO COTrAACyeTcsl C AAHHLIMU
(beHOTUNMUYECKOro aHaAM3a U COOTBETCTBYET
apearam TpPEX NoaABuAoB: M. m. migrans, M.
m. lineatus, M. m. govinda. Takum obpasom,
MOYKHO YTBEP>KAATD, YTO noanmopcpmsm CytB
MO3BOASIET PA3AEAUTL 3TV MOABMALI.

AHaamz cetn ranrotunos CytB mnokasana,
YTO MonyAsiuMsi Y€pHbIX KopluyHoB Cebep-
Hoi EBpasum, no-smammomy, Obiaa pasae-
A€Ha Ha BOCTOYHDLIV U 3araAHLI hparmeHTL
BO BPEMsl MOCAEAHEro oAeAeHeHusl. [locae

The Black Kite (Milvus migrans) is common
on the Eurasian continent, in Africa and Aus-
tralia. This raptor’s successful adaptation to
the anthropogenic landscape is intriguing,
and the Black Kite’s abundance had recently
been increasing. There are several subspe-
cies of the Black Kite, but information about
the phylogeny and structure of the species
population remains extremely scarce. At-
tempts to clarify the phylogenetic relation-
ships between subspecies based on DNA
sequences have so far been confined to a
very small sample of individuals, a majority
of which were obtained in Europe.

We collected tissue samples of about 550
Black Kite individuals of four subspecies
from different locations in Eurasia (including
the countries of Europe, Russia, Kazakhstan,
Mongolia, Pakistan, and India), as well as
from Australia. Using the data on the mito-
chondrial cytochrome b gene (CytB) poly-
morphism, we showed that the geograph-
ical distribution of haplotypes corresponds
to the distribution of three subspecies of
Black Kite in Eurasia (M. m. migrans, M.
m. lineatus, M. m. govinda) and is in good
agreement with phenotypic analysis of Eur-
asian Black Kites. Thus, it can be stated that
CytB polymorphism allows to clearly sepa-
rate these subspecies.

Analysis of the CytB haplotypes network
showed that the Black Kite population in
Northern Eurasia was divided into eastern
and western groups during the Pleistocene
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Puc. 1. Mecra c6opa
06pas3LoB.

Fig. 1. Sample
collection locations.
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MOTEMNAEHMSI U PACrpPOCTPAHEHUsl AeCHOM
PaCTUTEALHOCTM apeanbl 3TUX TMOMYASILMIA
CTaAM PaCWMpPSITLCST M HA AAHHLIA MOMEHT
06pPa3oBaAU WMPOKYIO 30HY MHTEPrpasaLmu
B 3anaaHoi Cubvpu (daxtmueckun ot Cpea-
Hell BoArm A0 AATasl BKAlOUMTEALHO). B TO
JKe BpeMsl OKa3aaoch, Yyto M. m. govinda u
M. m. affinis npuHaareXxaT K OAHOV BETBM
brroreHeTMHeCcKkoro ApeBa, XOTsl Ha AAHHbIV
MOMEHT CYMTAEeTCsl, YTO OHM HE KOHTaKTU-
PyIoT Apyr ¢ Apyrom. [lo Bceit BMAMMOCTH,
3Ta BETBb YEPHLIX KOPWYHOB 3a HEGOALLION
CPOK pacceArAach Ha tepputopumn tO>HoM
A3um u ABcTpaamm B KoHLe [aelicToueHa.

Pabota noarepskaHa GIOAKETHBIM MPOEK-
Tom 0310-2018-0010.

glaciations. Due to warming and forest
expansion, the areas of these populations
began to grow intensively and to date
have formed a wide intergradations zone
in Western Siberia (from the Middle Volga
to Altai). It also turned out that the South
Asian subspecies M. m. govinda and the
Australian M. m. affinis belong to the same
branch of the phylogenetic tree, although it
is now considered that these populations
have no contact with each other. Apparent-
ly, this branch of the Black Kite has settled in
South Asia and Australia in a short period of
time at the end of the Pleistocene.

The work is supported by the budget
project 0310-2018-0010.
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