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Tpu BrAA cOKOAOB: HarobBaH (Falco cherrug),
Kkpedyer (F. rusticolus) v cancax (F. peregrinus)
OKa3aAUCh HaMbOAEE TMOABEP)KEHHLIMM BO3-
AEVCTBUMIO CO CTOPOHLI YeAoBeKka. AAsi Kop-
PEKTHLIX TMPOrpamMm OXpaHbl Ype3BblHaNHO
BaKHO paclmpsith 6asy 3HaHMl 0O 3TMX BU-
AaX, BKAIOYasl reHeTnyeckme AaHHble. OCHOB-
Hasl LleAb AQHHOTO UCCAEAOBAHMSI, MPOBEAEH-
Horo B nepuoa ¢ 2016 no 2018 r, cocrour
B CPABHEHMM M3MEHUYMBOCTU KpedeTa u 6aro-
6aHa Ha OCHOBAHMMN MOPIOAOTUYECKMX U TMO-
MYASILMOHHO-TEHETUYECKUX  XaPAKTEPUCTUK.
Mopdonrormyeckast 4YacTb  MICCA€AOBAHMSI
npoBeAeHa Ha 6aze KOAAEKLMM 300A0rMye-
ckoro Myszest MIY, 1 AAsl CpaBHEHMsT ObIAU
BLIOPAHDI CAEAYIOLIME MAPAMETPDI: AAMHA XBO-
CTa, KPblAQ M €ro BepPLIMHLI, LIEBKU U ee Heo-
rMepeHHOM YacTu, BLICOTA U WIMPUHA KAIOBA, a
TalOKe €ro AAMHA, U3MepPEeHHasl OT BOCKOBMLILI
M Kpast Ho3Apu. TeHeTndyeckme 3aaaum GbiAm
peleHnl B AABOpaTopuy MOMYASILMOHHOVA re-
Hetukn MIOl'eH PAH, B KkayectBe mapkepos
ObIAM BLIOPAHLI 12 SIAEPHLIX MUKPOCATEAAUT-
HbIX AokycoB: NVH fp5, fp13, fp31, fp46-1,
p79-1, p82-2, p86-2, P89, p92-1, fr34,
fr142, fr164-1. Tlo pe3yAbTatam MCCAEAOBA-
HUSI, MO>KHO TFOBOPUTL O TOM, YTO MOPO-
AOTMYECKME XAPaKTEPUCTUKU AAIOT FOPA3A0
GOALILYIO CTEMEHDL PA3AMUMSI MEXKAY BUAAMM,
YeM MOMyASILMOHHO-TEHETUYECKME. BuibpaH-
Hble MUKPOCATEAAUTHDLIE AOKYChI HE BLISIBASIIOT
yeTKoM AndbpepeHumaumm Mexxay BUAaM, YTO
MPEANOAOXKUTEALHO COOTBETCTBYET CCPOPMY-
AVPOBAHHOM Ha OCHOBE (PUAOTEHETUYECKMX
MUCCAGAOBAHUI TUMOTE3€ CYLIEeCTBOBAHMS TaK
Ha3LIBAEMOro «OYTLIAOYHOTO TOPABLILIKA» B
uctopum hoOpMMPOBAHUSI, BEPOSITHO, OYEHL
MOAOABIX BUAOB.

Nowadays the anthropogenic pressure on
the falconry species is significant and in-
cludes a variety of factors. The most affect-
ed among all large falcons are Saker Falcon
(Falco cherrug), Gyrfalcon (F. rusticolus) and
Peregrine Falcon (F. peregrinus). For proper
conservation and breeding programs it is
crucial to know these species characteris-
tics, including morphological and genetic
data. This study was conducted between
2016 and 2018 and the main goal was to
compare diversity of two close large falcon
species Saker Falcon and Gyrfalcon based on
morphological and genetic characteristics.
The morphological research part was per-
formed based on the collection of Zoological
museum of Moscow University and selected
characteristics were as follows: tail and wing
length, primary projection, tarsometatarsus
and its unfledged part, height and width of
the beak and its length measured from cere
and from nostril's edge. The genetic tasks
were solved at the Laboratory of Popula-
tion Genetics in Vavilov Institute of Gener-
al Genetics Russian Academy of Sciences
and 12 nuclear microsatellite loci (NVH fp5,
fp13, P31, p46-1, p79-1, p82-2, P86-2,
P89, (p92-1, fr34, fr142, fr164-1) were used
as markers. The paper revealed that mor-
phological characteristics demonstrate the
higher differentiation level between species
than population genetic characteristics. The
chosen microsatellite loci cannot distinguish
the clearly border between Saker Falcon and
Gyrfalcon. Both species reveal the low ge-
netic diversity what is corresponded to the
bottle neck idea in their evolutional history
according to phylogenetic results.



